Fine-scale mapping of the FGFR2 breast cancer risk locus: putative functional variants differentially bind FOXA1 and E2F1 by Meyer, K. B. et al.
                                                                
                                                                
                                                                                                        
                                                                
                                                                
                                                                
                                                                
                                                                
                                                                
                                                                
                                                               
                                                                
                                                                
                     
                      
                       
                         
                                                                
                                                                
                                                                
